CR^rrors Corrected by the STIC Sys(fts Branch 



CR^Errors Corrected by the STIC SysW^s Branch / / 

^ ^. n * /r Ir c /r ^/d< **m CRF Processing Date: V c6/^/^f ) - 

SerJaf Number: /C/C /t, Pht^ Edlted b * : 1 

| 1 Changed a file from non-ASCII to ASCTT ' V / ^ Verifled b * : (A* - < ST,C sta«) 

| | Changed the margins in cases where the sequence text wfij'^r^ped" down to the next line. 

[ | Edited a format error in the Current Application Data section, spetificaJly: 

| | Edited the Current Application Data section with the actual current number. The number inputted by the 
applicant was Q the prior application data; or Q other . 

[ ] Added the mandatory heading and subheadings for "Current Application Data". 

| [ Edited the "Number of Sequences" field. The applicant spelled out a number instead of using an integer. 

| | Changed the spelling of a mandatory field (the headings or subheadings), specifically: 

| | Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

| | Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

I I Corrected subheading placement. All responses must be on the same line as each subheading. If the 

applicant placed a response below the subheading, this was moved to its appropriate place. 

| | Inserted colons after headings/subheadings. Headings edited included: 

| | Deleted extra, invalid, headings used by an applicant, specifically: 

HZ?/ Deleted: Q^on-ASCII "garbage" at the beginning/end of files; □ secretary initials/filename at end of file; 

□ page numbers throughout text; □ other invalid text, such as . 

| | Inserted mandatory headings, specifically: 



| | Corrected an obvious error in the response, specifically: 



| 1 Edited identifiers where upper case is used but lower case is required, or vice versa. 

| | Corrected an error in the Number of Sequences field, specifically: 

| " 1 A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

I | Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (error 

~* due to a Patentln bug). Sequences corrected: 



I | Other: 



'Examiner: The above corrections must be communicated to the applicant in the first Office 
Action. DO NOT send a copy of this form. 3/1/95 



RAW SEQUENCE LISTING DATE: 03/28/2002 

PATENT APPLICATION: US/10/090 , 365 TIME: 12:20:14 



C--> 
C--> 
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29 
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31 
33 
34 
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Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\03282002\J090365.raw 

<110> APPLICANT: Presnell, Scott R. 
Xu, Wenfeng 
Kindsvogel, Wayne 
Chen, Zhi 

<120> TITLE OF INVENTION: Mouse Cytokine Receptor 
<130> FILE REFERENCE: 01*08 

<140> CURRENT APPLICATION NUMBER: US/10/0 90 , 3 6 5 
<141> CURRENT FILING DATE: 2002-03-04 

<150> PRIOR APPLICATION NUMBER: US 60/273,035 

<151> PRIOR FILING DATE: 2001-03-02 

<150> PRIOR APPLICATION NUMBER: US 60/279,232 

<151> PRIOR FILING DATE: 2001-03-27 

<160> NUMBER OF SEQ ID NOS : 49 

<170> SOFTWARE: FastSEQ for Windows Version 3.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 2149 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 
<2 21> NAME/KEY: CDS 
<222> LOCATION: (1)...(693) 
<400> SEQUENCE: 1 
atg atg cct aaa cat tgc ttt eta ggc ttc etc ate agt ttc 
Met Met Pro Lys His Cys Phe Leu Gly Phe Leu lie Ser Phe 

1 5 10 

act ggt gta gca gga act cag tea acg cat gag tct ctg aag 
Thr Gly Val Ala Gly Thr Gin Ser Thr His Glu Ser Leu Lys 
20 25 30 

agg gta caa ttt cag tec cga aat ttt cac aac att ttg caa 
Arg Val Gin Phe Gin Ser Arg Asn Phe His Asn lie Leu Gin 

35 40 45 

cct ggg agg gca ctt act ggc aac age agt gtc tat ttt gtg 
Pro Gly Arg Ala Leu Thr Gly Asn Ser Ser Val Tyr Phe Val 

50 55 60 

aaa ata tat gga cag aga caa tgg aaa aat aaa gaa gac tgt 
Lys lie Tyr Gly Gin Arg Gin Trp Lys Asn Lys Glu Asp Cys 

65 70 75 

act caa gaa etc tct tgt gac ctt ace agt gaa ace tea gac 
Thr Gin Glu Leu Ser Cys Asp Leu Thr Ser Glu Thr Ser Asp 

85 90 
gaa cct tat tac ggg agg gtg agg gcg gee teg get ggg age 
Glu Pro Tyr Tyr Gly Arg Val Arg Ala Ala Ser Ala Gly Ser 
100 105 110 



ttc Ctt 
Phe Leu 
15 

cct cag 
Pro Gin 

tgg cag 
Trp Gin 

cag tac 
Gin Tyr 

tgg ggt 
Trp Gly 

80 

ata cag 
He Gin 
95 

tac tea 
Tyr Ser 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/09 0 f 3 6 5 



DATE: 03/28/2002 
TIME: 12:20:14 



Input Set : A; \PTO . AMC . txt 

Output Set: N:\CRF3\03282002\J090365.raw 

62 gaa tgg age atg acg ccg egg ttc act ccc tgg tgg gaa aca aaa ata 384 

63 Glu Trp Ser Met Thr Pro Arg Phe Thr Pro Trp Trp Glu Thr Lys lie 

64 115 120 125 

66 gat cct cca gtc atg aat ata acc caa gtc aat ggc tct ttg ttg gta 432 

67 Asp Pro Pro Val Met Asn lie Thr Gin Val Asn Gly Ser Leu Leu Val 

68 130 135 140 

70 att etc cat get cca aat tta cca tat aga tac caa aag gaa aaa aat 480 

71 lie Leu His Ala Pro Asn Leu Pro Tyr Arg Tyr Gin Lys Glu Lys Asn 

72 145 150 155 160 

74 gta tct ata gaa gat tac tat gaa eta eta tac cga gtt ttt ata att 528 

75 Val Ser lie Glu Asp Tyr Tyr Glu Leu Leu Tyr Arg Val Phe lie lie 

76 165 170 175 

78 aac aat tea eta gaa aag gag caa aag gtt tat gaa ggg get cac aga 576 

79 Asn Asn Ser Leu Glu Lys Glu Gin Lys Val Tyr Glu Gly Ala His Arg 

80 180 185 190 

82 gcg gtt gaa att gaa get eta aca cca cac tec age tac tgt gta gtg 624 

83 Ala Val Glu lie Glu Ala Leu Thr Pro His Ser Ser Tyr Cys Val Val 

84 195 200 205 

86 get gaa ata tat cag ccc atg tta gac aga aga agt cag aga agt gaa 672 

87 Ala Glu lie Tyr Gin Pro Met Leu Asp Arg Arg Ser Gin Arg Ser Glu 

88 210 215 220 

90 gag aga tgt gtg gaa att cca tgacttgtgg aatttggcat tcagcaatgt 723 

91 Glu Arg Cys Val Glu lie Pro 

92 225 230 

94 ggaaattcta aagctccctg agaacaggat gactcgtgtt tgaaggatct tatttaaaat 783 

95 tgtttttgta ttttcttaaa gcaatattca ctgttacacc ttggggactt ctttgtttat 843 

96 ccattctttt atcctttata tttcatttta aactatattt gaacgacatt ccccccgaaa 903 

97 aattgaaatg taaagatgag gcagagaata aagtgttcta tgaaattcag aactttattt 963 

98 ctgaatgtaa catccctaat aacaaccttc attcttctaa tacagcaaaa taaaaattta 1023 

99 acaaccaagg aatagtattt aagaaaatgt tgaaataatt tttttaaaat agcattacag 1083 

100 actgaggegg tcctgaagca atggtttttc actctcttat tgagecaatt aaattgacat 1143 

101 tgctttgaca atttaaaact tctataaagg tgaatatttt tcatacattt ctattttata 1203 

102 tgaatatact ttttatatat ttattattat taaatatttc tacttaatga atcaaaattt 1263 

103 tgttttaaag tctactttat gtaaataaga acaggttttg gggaaaaaaa tcttatgatt 1323 

104 tctggattga tatctgaatt aaaactatca acaacaagga agtctactct gtacaattgt 1383 

105 ccctcattta aaagatatat taagcttttc ttttctgttt gtttttgttt tgtttagttt 1443 

106 ttaatcctgt cttagaagaa cttatcttta ttctcaaaat taaatgtaat ttttttagtg 1503 

107 acaaagaaga aaggaaacct cattactcaa tccttctggc caagagtgtc ttgcttgtgg 1563 

108 cgccttcctc atctctatat aggaggatcc catgaatgat ggtttattgg gaactgctgg 1623 

109 ggtcgacccc atacagagaa ctcagcttga agctggaagc acacagtggg tagcaggaga 1683 

110 aggaceggtg ttggtaggtg cctacagaga ctatagagct agacaaagee ctccaaactg 1743 

111 gcccctcctg ctcactgcct ctcctgagta gaaatctggt gacctaaggc tcagtgcggt 1803 

112 caacagaaag ctgccttctt cacttgaggc taagtcttca tatatgttta aggttgtctt 1863 

113 tctagtgagg agatacatat cagagaacat ttgtacaatt ccccatgaaa attgetccaa 1923 

114 agttgataac aatatagtcg gtgettctag ttatatgcaa gtactcagtg ataaatggat 1983 

115 taaaaaatat tcagaaatgt attggggggt ggaggagaat aagaggcaga gcaagagcta 2043 

116 gagaattggt ttccttgett ccctgtatgc tcagaaaaca ttgatttgag catagacgea 2103 

117 gagactgaaa aaaaaaaaat getcgagegg ccgccatatc cttggt 2149 
119 <210> SEQ ID NO: 2 
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RAW SEQUENCE LISTING DATE: 03/28/2002 

PATENT APPLICATION: US/1 0/090 f 3 65 TIME: 12:20:14 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\03282002\J090365.raw 



120 <211> LENGTH: 231 

121 <212> TYPE: PRT 

122 <213> ORGANISM: Homo sapiens 
124 <400> SEQUENCE: 2 



125 


Met 


Met 


Pro 


Lys 


His 


Cys 


Phe 


Leu 


Gly 


Phe 


Leu 


He 


Ser 


Phe 


Phe 


Leu 


126 


1 








5 










10 










15 




127 


Thr 


Gly 


Val 


Ala 


Gly 


Thr 


Gin 


Ser 


Thr 


His 


Glu 


Ser 


Leu 


Lys 


Pro 


Gin 


128 








20 










25 










30 






129 


Arg 


Val 


Gin 


Phe 


Gin 


Ser 


Arg 


Asn 


Phe 


His 


Asn 


He 


Leu 


Gin 


Trp 


Gin 


130 






35 










40 










45 








131 


Pro 


Gly 


Arg 


Ala 


Leu 


Thr 


Gly 


Asn 


Ser 


Ser 


Val 


Tyr 


Phe 


Val 


Gin 


Tyr 


132 




50 










55 










60 










133 


Lys 


He 


Tyr 


Gly 


Gin 


Arg 


Gin 


Trp 


Lys 


Asn 


Lys 


Glu 


Asp 


Cys 


Trp 


Gly 


134 


65 










70 










75 










80 


135 


Thr 


Gin 


Glu 


Leu 


Ser 


Cys 


Asp 


Leu 


Thr 


Ser 


Glu 


Thr 


Ser 


Asp 


He 


Gin 


136 










85 










90 










95 




137 


Glu 


Pro 


Tyr 


Tyr 


Gly 


Arg 


Val 


Arg 


Ala 


Ala 


Ser 


Ala 


Gly 


Ser 


Tyr 


Ser 


138 








100 










105 










110 






139 


Glu 


Trp 


Ser 


Met 


Thr 


Pro 


Arg 


Phe 


Thr 


Pro 


Trp 


Trp 


Glu 


Thr 


Lys 


He 


140 






115 










120 










125 








141 


Asp 


Pro 


Pro 


Val 


Met 


Asn 


He 


Thr 


Gin 


Val 


Asn 


Gly 


Ser 


Leu 


Leu 


Val 


142 




130 










135 










140 










143 


He 


Leu 


His 


Ala 


Pro 


Asn 


Leu 


Pro 


Tyr 


Arg 


Tyr 


Gin 


Lys 


Glu 


Lys 


Asn 


144 


145 










150 










155 










160 


145 


Val 


Ser 


He 


Glu 


Asp 


Tyr 


Tyr 


Glu 


Leu 


Leu 


Tyr 


Arg 


Val 


Phe 


He 


He 


146 










165 










170 










175 




147 


Asn 


Asn 


Ser 


Leu 


Glu 


Lys 


Glu 


Gin 


Lys 


Val 


Tyr 


Glu 


Gly 


Ala 


His 


Arg 


148 








180 










185 










190 






149 


Ala 


Val 


Glu 


He 


Glu 


Ala 


Leu 


Thr 


Pro 


His 


Ser 


Ser 


Tyr 


Cys 


Val 


Val 


150 






195 










200 










205 








151 


Ala 


Glu 


He 


Tyr 


Gin 


Pro 


Met 


Leu 


Asp 


Arg 


Arg 


Ser 


Gin 


Arg 


Ser 


Glu 


152 




210 










215 










220 










153 


Glu 


Arg 


Cys 


Val 


Glu 


He 


Pro 





















154 225 230 

156 <210> SEQ ID NO: 3 

157 <211> LENGTH: 693 

158 <212> TYPE: DNA 

159 <213> ORGANISM: Artificial Sequence 

161 <220> FEATURE: 

162 <223> OTHER INFORMATION: This degenerate nucleotide sequence encodes the 

163 amino acid sequence of SEQ ID NO : 2 
W--> 165 <221> NAME/KEY: misc_f eature 

\ 166 <222> LOCATION: (1)...(693) 

167 <223> OTHER INFORMATION: n = A , T , C or G 

169 <400> 3 

W- -V 170 atgatgccna arcaytgytt yytnggntty ytnathwsnt tyttyytnac nggngtngcn 60 
\w4w 171 ggnacncarw snacncayga rwsnytnaar ccncarmgng tncarttyca rwsnmgnaay 120 
w--> 172 ttycayaaya thytncartg gcarccnggn mgngcnytna cnggnaayws nwsngtntay 180 
W--> 17 3 ttygtncart ayaarathta yggncarmgn cartggaara ayaargarga ytgytggggn 24 0 



w4-> 
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RAW SEQUENCE LISTING DATE : 03/28/2002 

PATENT APPLICATION: US/10/090 , 3 6 5 TIME: 12:20:14 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\03282002\J090 365.raw 



W--> 174 acncargary tnwsntgyga yytnacnwsn garacnwsng ayathcarga rccntaytay 300 

W--> 17 5 ggnmgngtnm gngcngcnws ngcnggnwsn taywsngart ggwsnatgac nccnmgntty 3 60 

W--> 17 6 acnccntggt gggaracnaa rathgayccn ccngtnatga ayathacnca rgtnaayggn 4 20 

W--> 17 7 wsnytnytng tnathytnca ygcnccnaay ytnccntaym gntaycaraa rgaraaraay 4 80 

W--> 17 8 gtnwsnathg argaytayta ygarytnytn taymgngtnt tyathathaa yaaywsnytn 54 0 

W--> 179 garaargarc araargtnta ygarggngcn caymgngcng tngarathga rgcnytnacn 600 

W--> 180 ccncaywsnw sntaytgygt ngtngcngar athtaycarc cnatgytnga ymgnmgnwsn 660 

W--> 181 carmgnwsng argarmgntg ygtngarath ccn 69 3 



183 <210> SEQ ID NO: 4 

184 <211> LENGTH: 16 

185 <212> TYPE: PRT 

186 <213> ORGANISM: Artificial Sequence 

188 <220> FEATURE: 

189 <223> OTHER INFORMATION: Peptide linker. 

191 <400> SEQUENCE: 4 

192 Gly Gly Ser Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 

193 15 10 15 

195 <210> SEQ ID NO: 5 

196 <211> LENGTH: 699 

197 <212> TYPE: DNA 

198 <213> ORGANISM: Homo sapiens 
200 <400> SEQUENCE: 5 



201 gagcccagat cttcagacaa aactcacaca tgcccaccgt gcccagcacc tgaagccgag 60 

202 ggggcaccgt cagtcttcct cttcccccca aaacccaagg acaccctcat gatctcccgg 120 

203 acccctgagg tcacatgcgt ggtggtggac gtgagccacg aagaccctga ggtcaagttc 180 

204 aactggtacg tggacggcgt ggaggtgcat aatgccaaga caaagccgcg ggaggagcag 240 

205 tacaacagca cgtaccgtgt ggtcagcgtc ctcaccgtcc tgcaccagga ctggctgaat 300 

206 ggcaaggagt acaagtgcaa ggtctccaac aaagccctcc catcctccat cgagaaaacc 360 

207 atctccaaag ccaaagggca gccccgagaa ccacaggtgt acaccctgcc cccatcccgg 420 

208 gatgagctga ccaagaacca ggtcagcctg acctgcctgg tcaaaggctt ctatcccagc 480 

209 gacatcgccg tggagtggga gagcaatggg cagccggaga acaactacaa gaccacgcct 540 

210 cccgtgctgg actccgacgg ctccttcttc ctctacagca agctcaccgt ggacaagagc 600 

211 aggtggcagc aggggaacgt cttctcatgc tccgtgatgc atgaggctct gcacaaccac 660 

212 tacacgcaga agagcctctc cctgtctccg ggtaaataa 699 



214 <210> SEQ ID NO: 6 

215 <211> LENGTH: 32 

216 <212> TYPE: DNA 

217 <213> ORGANISM: Artificial Sequence 

219 <220> FEATURE: 

220 <223> OTHER INFORMATION: Oligonucleotide primer ZC29181 

222 <400> SEQUENCE: 6 

223 gcggatccac tcagtcaacg catgagtctc tg 32 

225 <210> SEQ ID NO: 7 

226 <211> LENGTH: 33 

227 <212> TYPE: DNA 

228 <213> ORGANISM: Artificial Sequence 

230 <220> FEATURE: 

231 <223> OTHER INFORMATION: Oligonucleotide primer ZC29182 
233 <400> SEQUENCE: 7 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/0 9 0 , 3 6 5 



DATE: 03/28/2002 
TIME: 12:20:14 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\03282002\J090365.raw 



234 gcagatcttg gaatttccac acatctctct tea 



33 



236 <210> SEQ ID NO: 8 

237 <211> LENGTH: 108 

238 <212> TYPE : DNA 

239 <213> ORGANISM: Homo sapiens 

241 <220> FEATURE: 

242 <221> NAME/KEY: CDS 

243 <222> LOCATION: (1)...(108) 

245 <400> SEQUENCE: 8 

246 atg gat gca atg aag aga ggg etc tgc tgt gtg ctg ctg ctg tgt ggc 48 

247 Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly 

248 1 5 10 15 

250 gec gtc ttc gtt teg etc age cag gaa ate cat gee gag ttg aga cge 96 

251 Ala Val Phe Val Ser Leu Ser Gin Glu lie His Ala Glu Leu Arg Arg 

252 20 25 30 

254 ttc cgt aga tee 108 

255 Phe Arg Arg Ser 



259 <210> SEQ ID NO: 9 

260 <211> LENGTH: 36 

261 <212> TYPE: PRT 

262 <213> ORGANISM: Homo sapiens 

264 <400> SEQUENCE: 9 

265 Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly 

266 1 5 10 15 

267 Ala Val Phe Val Ser Leu Ser Gin Glu He His Ala Glu Leu Arg Arg 

268 20 25 30 

269 Phe Arg Arg Ser 

270 35 

272 <210> SEQ ID NO: 10 

273 <211> LENGTH: 6 

274 <212> TYPE: PRT 

275 <213> ORGANISM: Artificial Sequence 

277 <220> FEATURE: 

278 <223> OTHER INFORMATION: Glu-Glu (CEE) Tag amino acid sequence 

280 <400> SEQUENCE: 10 

281 Glu Tyr Met Pro Met Glu 

282 1 5 

284 <210> SEQ ID NO: 11 

285 <211> LENGTH: 8 

286 <212> TYPE: PRT 

287 <213> ORGANISM: Artificial Sequence 

289 <220> FEATURE: 

290 <223> OTHER INFORMATION: FLAG Tag amino acid sequence 

292 <400> SEQUENCE: 11 

293 Asp Tyr Lys Asp Asp Asp Asp Lys 

294 1 5 

296 <210> SEQ ID NO: 12 

297 <211> LENGTH: 6 



256 



35 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION : US/10/090,3 6 5 



DATE: 03/28/2002 
TIME: 12:20:15 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\03282002\J090365.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <2 20> 
to <223> fields of each sequence which presents at least one n or Xaa. 



Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 
Seq# : 



3 
3 
3 
3 
3 
3 
3 

3; 
39 
39 
39 
39 
39 
39 
39 
39 
46 
49 
49 
49 
49 
49 
49 
49 
49 



N Pos. 
N Pos . 
N Pos . 
N Pos 
N POS . 
N Pos . 
N POS . 
N POS . 

N POS 

N 



N 
N 



9, 24 
117, 
240, 
318, 
396, 
486, 
600, 
684, 
9,2 
99, 
207 
306 
375 
432 
507 
606 



Pos 
N Pos 
N POS 
N Pos 
N Pos 
Pos 
Pos 
Xaa Pos . 2 
N Pos . 9,2 
N Pos . 
N Pos . 
N Pos . 
N Pos. 
N Pos . 
N POS . 



, 27 , 
135, 
243, 
321, 
408, 
507, 
603, 
693 
1, 24 
102, 
, 225 
, 312 
, 381 
,435 
, 513 
, 609 



33, 39, 48, 51, 54, 57, 60, 63, 66, 72, 75, 84, 87, 93, 99, 10 2, 114 
14 7, 150, 153, 156, 159, 162, 165, 171 , 17 4, 177 ,186, 204, 210 
252,255,264,267,270,276,279,294,303,306,309,312,315 
324, 327, 330, 336, 34 5, 351, 354, 357, 363, 366, 378, 390, 393 
4 14, 420, 423, 426, 429, 432, 438, 444, 447,453, 456, 462, 483 
510, 5 16, 519, 537, 540, 558, 567, 570, 57 6, 57 9, 5 82, 594, 597 
60 9, 612, 621, 6 24, 62 7, 642, 64 8, 6 54, 6 57, 66 0, 6 6 6, 66 9, 67 8 



, 27, 30, 33, 42 
111, 114, 132, 
, 237, 240, 243 
, 315, 321, 324 
, 387, 390, 393 
,438,441,444 
, 516, 522, 534 
, 618, 621, 624 



N POS . 



99, 
207 
306 
375 
432 
507 
606 



1, 24, 27, 30, 33 , 42 
102, 111, 114 , 132, 
,225, 237, 240, 243 
, 312, 315, 321, 324 
,381,387,390,393 
,435,438,441,444 
,513, 516, 522, 534 
, 609, 618, 621, 624 



, 45, 48, 51, 54 
144 , 147, 150, 
,246,249,261 
, 327, 333, 336 
,396,399,405 
,450,453,459 
,537,555,564 
, 639, 651, 654 

,45,48,51,54 
144 , 147, 150, 
, 246,249,261 
, 327, 333, 336 
, 396, 399,405 
, 450, 453, 459 
, 537, 555, 564 
, 639, 651, 654 



, 57, 69, 72, 75 
153, 156, 159, 
,264,273,276 
, 342, 345, 348 
,408,411,417 
,468,471,480 
,567,573,576 
,657,660,663 

, 57, 69, 72, 75 
153,156,159, 
, 264, 273, 276 
, 342, 345, 348 
,408,411,417 
,468,471,480 
, 567, 573, 576 
, 657, 660, 663 



, 78, 81, 84, 87, 90 
162, 171, 183, 201 
, 282, 291, 300, 303 
, 351, 354, 360, 363 
,420,423,426,429 
,483,492,501,504 
, 579, 591, 594, 600 
, 666, 675, 681, 690 

,78,81,84,87,90 
162, 171, 183, 201 
, 282, 291, 300, 303 
, 351, 354, 360, 363 
, 420, 423, 426, 429 
, 483, 492, 501, 504 
,579,591,594,600 
, 666, 675, 681, 690 
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